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ARIVE The ARRIVE guidelines 2.0: author checklist

These items are the basic minimum to include in a manuscript. Without this information, readers and reviewers
cannot assess the reliability of the findings.

Section/line

Item Recommendation number, or reason
for not reporting
Study design 1  For each experiment, provide brief details of study design including: 2.13 In Vivo Tum
. , . or Xenograft Ass
a. The groups being compared, including control groups. If no control group has ay
been used, the rationale should be stated. :
: : : . . : 2.13 In Vivo Tumor
b. The experimental unit (e.g. a single animal, litter, or cage of animals). Xenograft Assay
Sample size 2 a. Specify the exact number of experimental units allocated to each group, and the ~ |2-13 In Vivo Tumor
total number in each experiment. Also indicate the total number of animals used. Xenograft Assay
b. Explain how the sample size was decided. Provide details of any a priori sample 2.13 In Vivo Tumor
size calculation, if done. Xenograft Assay
Inclusionand 3 a. Describe any criteria used for including and excluding animals (or experimental S Cotrant. Sl ariae o
exclusion units) during the experiment, and data points during the analysis. Specify if these
criteria criteria were established a priori. If no criteria were set, state this explicitly. ot apticity stated iy sripe:
b. For each experimental group, report any animals, experimental units or data points "
not included in the analysis and explain why. If there were no exclusions, state so. -
2.13 In Vivo Tumor
c. For each analysis, report the exact value of nin each experimental group. Xenograft Assay
Randomisation 4 a. State whether randomisation was used to allocate experimental units to control 2.13 In Vivo Tum
and treatment groups. If done, provide the method used to generate the or Xenograft Ass
randomisation sequence. ay
b. Describe the strategy used to minimise potential confounders such as the order TteatJ:?ieasggg'tgéezléut%g;;ﬁ
of treatments and measurements, or animal/cage location. If confounders were iled i the ranuscript due to, space cons
not controlled, state this explicitly. dpon request.
Blinding 5 Describe who was aware of the group allocation at the different stages of the e st e, S
experiment (during the allocation, the conduct of the experiment, the outcome Zeﬁxi‘i;fgigeaét”gié‘.’?ﬂ?ﬁ; Z&éé@ei“lie
assessment, and the data analysis). detied Gescripeion can e proviced 1o
Outcome 6 a. Clearly define all outcome measures assessed (e.g. cell death, molecular markers, |2-13 In Vivo Tumor
measures or behavioural changes). Xenograft Assay
b. For hypothesis-testing studies, specify the primary outcome measure, i.e. the 2.13 In Vivo Tumor
outcome measure that was used to determine the sample size. Xenograft Assay
Statistical 7 a. Provide details of the statistical methods used for each analysis, including 2.17 Statistical
methods software used. Analysis
b. Describe any methods used to assess whether the data met the assumptions of | et Gricydes er s s v
the statistical approach, and what was done if the assumptions were not met. iof:,!;zedizﬁ%{?:?ni: e bt e
upon request.
Experimental 8 a. Provide species-appropriate details of the animals used, including species, strain  [2-13 In Vivo Tumor
animals and substrain, sex, age or developmental stage, and, if relevant, weight. Xenograft Assay
b. Provide further relevant information on the provenance of animals, health/immune |2.13 In Vivo Tumor
status, genetic modification status, genotype, and any previous procedures. Xenograft Assay
- . . . . . section of the manuscript. The followin
Experimental 9  For each experimental group, including controls, describe the procedures in enough %ﬁ‘.‘ﬂ'é:gg:&;gg;”?ﬁ“&ﬁé 22;2;53:{5 o
procedures detail to allow others to replicate them, including: AT What ratorialay 1 dones ot 2
) (b) timing and frequency of
a. What was done, how it was done and what was used. each procedure;
b. When and how often. (c) location (SPF animal fa
cility, \Q/ith 7?day acclimat
c. Where (including detail of any acclimatisation periods). ization);
and (d) rationale for each procedure (e.
. . ., drug d We he based v
d. Why (provide rationale for procedures). Hois plfttcatiors)” Full etai can e
Results 10 For each experiment conducted, including independent replications, report: e b 2t gt Shaes are nb

a. Summary/descriptive statistics for each experimental group, with a measure of
variability where applicable (e.g. mean and SD, or median and range).

b. If applicable, the effect size with a confidence interval.

t explicitly stated in the text or figur
e legends due to space constraints. Full
summary data can be provided upon reque
st.

Effect sizes and con
fidence intervals we
re not calculated.
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	Study design - 1a: 2.13 In Vivo Tumor Xenograft Assay
	Study design - 1b: 2.13 In Vivo Tumor Xenograft Assay
	Sample size - 2a: 2.13 In Vivo Tumor Xenograft Assay
	Sample size - 2b: 2.13 In Vivo Tumor Xenograft Assay
	Inclusion and exclusion criteria - 3a: Not reported in the manuscript due to space constraints. Details available upon request.
	Inclusion and exclusion criteria - 3b: Not explicitly stated in manuscript; 

no animals were excluded during the experiment.
	Inclusion and exclusion criteria - 3c: 2.13 In Vivo Tumor Xenograft Assay
	Randomisation - 4a: 2.13 In Vivo Tumor Xenograft Assay
	Randomisation - 4b: The strategy was implemented (randomized treatment/measurement order and cage location rotation) but not explicitly detailed in the manuscript due to space constraints. A brief summary can be provided upon request.
	Blinding - 5: Blinding was implemented during the experiment (allocation, conduct, outcome assessment, and data analysis were performed by different personnel), but the full details are not explicitly stated in the manuscript due to space constraints. A detailed description can be provided upon request.
	Outcome measures - 6a: 2.13 In Vivo Tumor Xenograft Assay
	Outcome measures - 6b: 2.13 In Vivo Tumor Xenograft Assay
	Statistical methods - 7a: 2.17 Statistical Analysis
	Statistical methods - 7b: Normality (Shapiro–Wilk test) and homogeneity of variances (Levene's test) were assessed for all data. For comparisons where assumptions were not met, Welch's t‑test (which does not assume equal variances) was applied. These details are not fully described in the manuscript due to space constraints but can be provided upon request.
	Experimental animals - 8a: 2.13 In Vivo Tumor Xenograft Assay
	Experimental animals - 8b: 2.13 In Vivo Tumor Xenograft Assay
	Experimental procedures - 9a: All experimental procedures were performed in detail as described in the Methods section of the manuscript. The following additional procedural details are not fully elaborated in the text due to space constraints: (a) what was done, how, and with what materials; 
	Experimental procedures - 9b: (b) timing and frequency of each procedure; 
	Experimental procedures - 9c: (c) location (SPF animal facility, with 7‑day acclimatization);
	Experimental procedures - 9d: and (d) rationale for each procedure (e.g., drug doses were chosen based on previous publications). Full details can be provided upon request.
	Results - 10a: Summary statistics and variability measures are presented in the figures themselves (bar charts with error bars representing SD), but the specific numerical values (mean ± SD) and sample sizes are not explicitly stated in the text or figure legends due to space constraints. Full summary data can be provided upon request.
	Results - 10b: Effect sizes and confidence intervals were not calculated.


